6050 Nucleic Acids Research, 1993, Vol. 21, No. 25

Erratum

Cloning and characterization of the C.elegans histidyl-tRNA synthetase gene

by Y.G.Amaar and D.L.Baillie

Nucleic Acids Research, 21, pp. 4344—4347 (1993)

The publishers wish to apologise for the incomplete printing of figure 1 which accompanied this paper. The figure

is reprinted in full below.
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GAGCTCAATAGCGATCTCAACAAT TTGGAACT TCTTGAAAAAATGTCACAACCTCCCAGATCTCGGGCAAAATGACAAGT TTAAAAAGGGAGCCGAAGAACTGAAGGTGT TAATTGAGTACCTCAATGTCGATGGAGTGACCACTGTTCG 841
GAGCTCAATAGCGATCTCAACAATTTGGAACT TCTTGAAAAAATGTCACAACCTCCCAGATCTCGGGCAAAATGACAAGT TTAAAAAGGGAGCCGAAGAACTGAAGGTGT TAATTGAGTACCTCAATGTCGATGGAGTGACCACTGTTCG 1350
$ S 1 A1 STTI1WNFLKKTCHNLPDLGQ@NDI KTFIKT KT GAETETLIKVLIEYLNVDGVTTYV R0
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ATACGAACCATCCCTTGCCAGAGGTCTTGATTATTATACAGGTGCAATCTATGAAGCAGTCGCTCCTA AAGCTCTTGAAGGAACTGCTGTTGAAAACTCAGAGG 945
ATACGAACCATCCCTTGCCAGAGGTCTTGATTATTATACAGGTGCAATCTATGAAGCAGTCGCTCCTAgtatgtttttasatattgaatcgactatcasattgtttaatttcagAAGCTCTTGAAGGAACTGCTGTTGAAAACTCAGAGG 1500
YEPSLARGLDYYTGATIYEHAVATP K ALEGTAVENWNSTE 35
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ATACTGCTGGACAACCAGTCGGAGTAGGATCAGTAGCTGCCGGTGGACGATACGATGGATTGGT TAAAATGT TCGACTCAAAAGCCAATGTTCCATGTTGCGGTGTTTCTTTTGGTATCGAACGTCTGTTTGCTATCATGGAAGCTCGAC 1095
ATACTGCTGGACAACCAGTCGGAGTAGGATCAGTAGCTGCCGGTGGACGATACGATGGATTGGT TAAAATGT TCGACTCAAAAGCCAATGT TCCATGTTGCGGTGTTYCTTTTGGTATCGAACGTCTGTTTGCTATCATGGAAGCTCGAC 1650
DT AGQPVGVGSVAAGGRYDGLVYXMEFDSKA ANVPCCGV S FG1ERTLTFATIMEHA AR 35

* * *

AGAAAGTTGCCATTCGTACGACGCAAACCGAAGTCTATGTTGCATCTGCTCAAAAGAATTTGGTCAGGGATCGCAAGAAGT TGGTAAAGATGCTTCGATCTGCTGGAACTCAAGGACTGAAAATGGCACTGAAGGCTAATCCGAAATTGT 1245
AGAAAGTTGCCATTCGTACGACGCAAACCGAAGTCTATGTTGCATCTGCTCAAAAGAATTTGGTCAGGGATCGCAAGAAGTTGGTAAAGATGCTTCGATCTGCTGGAACTCAAGGACTGAAAATGGCACTGAAGGCTAATCCGAAATTGT 1800
Q K VAIRTTAQTEVYVASAQKNLVRDRIKTIKTLVYIKMLRSAGTA® QGLKMALTEKANTPIKIL 45

- * *

TAACGTCAATTCCAGTATGCCTGAGGAAAGACCGTATTCCGTCTTGCTATTGTTATTATGAGAGCAGAGCTAAGATGAGTGTCAGTGCGAAATGTGTCACCAGAGACGAACAG 1358
TAACGTCAATTCCAGTATGCCTGAGGAAAGACCGTATTCCGTCTTGCTATTGTTATTATGAGAGCAGAGCTAAGATGAGTGTCAGTGCGAAATGTGTCACCAGAGACGAACAGY ttttctaatatattttttccg 1950
LTS 1PVCLRKXKDRTIPSTCYTCYYESRAKMSVYVSAKTCVTRDEHN 463

ACTATTAAACTCGACCAGCTGATCACTGCCGTTCGTGACACTCTTGCGCCCTCTAAACAATCGATAATTTCTTGTTTTCTTAGCTTTCTAATTCTCTGCGTTCACCTCACTTCAGCTTTTATGTCCCTCTTTCCA 1493
ttaaaatattttcagACTATTAAACTCGACCAGCTGATCACTGCCGTTCGTGACACTCTTGCGCCCTCTAAACAATCGATAATTTCTTGTTTTCTTAGCTTTCTAATTCTCTGCGTTCACCTCACTTCAGCTTTTATGTCCCTCTTTCCA 2100
T1XKLDGQ@LITAVRDTLAPSK® @@STI1T I SCFLSTFLTILCVHLTSATFMSILTFT®P S08

GTCATCATAATTCATATTTCCTGTTTTATTGATTTTTGCATAGTCGGTGTTTGACTTGTTTGTTTTTCTCCTTTTTTTGTTCCAGATTTCATATTTATTTTTGTTGGTTTGAAAAT TCAGAACT TATCACAAAAAAAAAAA 1634
GTCATCATAATTCATATTTCCTGTTTTATTGATTTTTGCATAGTCGGTGT TTGACTTGTTYGYTTTTCTCCTTTTTTTGTTCCAGATTTCATATTTATTTTTGTTGGT TTGAAAAT TCAGAACTTATCAC 2230
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ttcggcaggc g ggattg 1] tcttgaataacatgaaat acatgctttttcag GATGCAAGCGAAAAGAAAGGAGG 450
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CCGGTGCACCCGAAAAACCCGGAAAGT TTGT TCTGAAAACAGGAAAGGGAACTCGTGACTACGGACCAGCTCAATCGGCTCTTCGCAATTCTGTGT TACAGACAGTCACTGAAACATTCAATAGATATGGTGCAGAGACCA 141
CAGGCGAGACCGGTGCACCCGAAAAACCCGGAAAGT TTGT TCTGAAAACAGGAAAGGGAACTCGTGACTACGGACCAGCTCAATCGGCTCTTCGCAATTCTGTGTTACAGACAGTCACTGAAACATTCAATAGATATGGTGCAGAGACCA 600
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TTGATACACCAGTATTCGAGCTTCGTGATGTTCTGATGGGAAAATATGGCGAGGAAGGAGGAAAACT TGTATATGATCT TCAAGATCAAGGAGGAGAGCTTCTATCATTGCGTTATGATCTCACTGTTCCATTTGCACGATACTTGGCAA 291
TTGATACACCAGTATTCGAGCTTCGTGATGT TCTGATGGGAAAATATGGCGAGGAAGGAGGAAAACT TGTATATGATCT TCAAGATCAAGGAGGAGAGCTTCTATCATTGCGT TATGATCTCACTGTTCCATTTGCACGATACTTGGCAA 750
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TGAACAAAATCACGAATAT TACAAGATATCAAATTGCGAAAGTATACAGAAGAGATCAACCTGTAATGTCTCGTGGACGGTACCGCGAGT TCTATCAATGCGAT TTTGATAT TGCCGGACAGTATGACCT TATGCT TCCGGAGCTGAGTG 441
TGAACAAAATCACGAATAT TACAAGATATCAAAT TGCGAAAGTATACAGAAGAGATCAACCTGTAATGTCTCGTGGACGGTACCGCGAGTTCTATCAATGCGATTTTGATATTGCCGGACAGTATGACCTTATGCTTCCGGAGCTGAGTG 900
M NKITNITRYQI AKVYRRD OGPV MSRGRTYTRETFYOQCDFDIAGQYDLMLPETLS 15
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TCTGGGAATTGTTGATGAGT TGCTCACGAAACTGGAAATTGGAGAGTTTTTCATTAAT CTCAATCACCGTCTTGATCCTCGAAGGAATGTTTGCCGTTTC 541
TCTGGGAATTGTTGATGAGT TGCTCACGAAACTGGAAATTGGAGAGTTTTTCATTAATgtaaggctatttgttgaacaatcattttaattcgaattgtgttgtttcagCTCAATCACCGTCTTGATCCTCGAAGGAATGTTTGCCGTTTC 1050
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CGGTATTCCTGCTAAAGATTTCAAAACAAT TTGCTCATCGGTCGATAAGCT TGACAAAACTCCATGGGAAGATGT TGAACAAGAAATGAT TAATGAAAAGT TCCTAACTAAAGAGCAGACT GGAAAGCTGGGAGAACTTGTTCGATTCGA 691
CGGTATTCCTGCTAAAGAT TTCAAAACAATTTGCTCATCGGTCGATAAGCT TGACAAAACTCCATGGGAAGATGT TGAACAAGAAATGAT TAATGAAAAGT TCCTAACTAAAGAGCAGACTGGAAAGCTGGGAGAACTTGTTCGATTCGA 1200
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Figure 1. Most of the cDNA sequence (1), the genomic sequence (2), the deduced amino acid sequence (3) of the C.elegans histidyl-tRNA synthetase gene are
shown. Lower case letters indicate the 5’ untranslated region and the location of the three introns identified. The putative TATA box, (tatta), the CCAAT box,
(ccaaat), the trans-splice site (tttttcag), the three motifs (M1, M2, M3) are underlined, as is the poly (A) tail. The (*) (4) shows identical amino acids among C.elegans,
human, and S.cerevisiae histidyl-tRNA synthetases.



